Supplementary information
Fig. S1. Standard RT-PCR using stem-loop primer is not capable of distinguishing 3′-variants of miRNA (A) Schematic representation of a standard RT-PCR using a stem-loop RT primer for miRNA quantification (37). A stem-loop RT primer was specifically hybridized to the 3′-end of the target RNA, followed by reverse transcription. The resultant cDNA was amplified and quantified by Real-time PCR using forward and reverse primers derived from the targeted miRNA and RT primer, respectively.
(B)
The standard RT-PCR was designed to target miR-16, which was applied for the detection of synthetic miR-16 and its 3′-variants whose sequences are shown above the graph. The method was performed as previously reported (37) TaqMan probe /56-FAM/CGGACCACT/ZEN/CAGTGCAG/3IABkFQ/ A, G, C, and T designate DNA, whereas rC and rG designate RNA. 5′-Db-adapter-6, 5′-Dbadapter-12, and 5′-Db-adapter-16 designate a 5′-Db-adapter with 6, 12 and 16 nt protruding 5′-end, respectively. 
